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Detection of the Antimicrobial-Resistant Gene Extracted from the Carbapenem-

Resistant Enterobacteriaceae Isolated in Kagawa Prefecture (2017)
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Abstract

Using the PCR method, we carried out genetic analysis of 19 isolates of the carbapenem-resistant
Enterobacteriaceae (CRE) detected in medical institutions in Kagawa Prefecture from January to
December 2017. Four isolates were Enterobacter aerogenes, five isolates were Enterobacter cloacae
complex, three isolates were Serratia marcescens, three isolates were FEscherichia coli. We also
detected one isolate each of Citrobacter freundii, Klebsiella pneumoniae, Klebsiella oxytoca and
Proteus mirabilis. Among the isolates analyzed, two of them were found to possess the
Carbapenemase gene of blaivp-1 group, four isolates contained the AmpC B-lactamase gene of the
blagsc group, one isolate was of the blapua group and two isolates were of the blacrrgroup. In addition,
one isolate from the blarem group, one from the blactxw1 group, and one from the blacrx-m-o group
possessed the ESBL gene. The proportion of the Carbapenemase gene was 10.5% (two isolates) .
These isolates in which the Carbapenemase gene were detected were determined to be blamvp-1 by
sequence analysis. It is necessary to continue research of the Carbapenemase gene and to supply
this information to medical institutions.
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Enterobacter cloacae complex 2 1 2 5
Enterobacter aerogenes 3 1 4
Serratia marcescens 3 3
Escherichia coli 2 1 3
Citrobacter freundi 1 1
Klebsiella pneumoniae 1 1
Klebsiella oxytoca 1 1
Proteus mirabilis 1 1
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